This study evaluated the ability of the Rapid NFT system (API System SA, Montalieu-Vercieu, France) to accurately identify 262 
entiation between biotypes anitratus and Iwoffi was satisfactory, but the system did not differentiate between biotypes haemolyticus and alcaligenes. Species resolution within the genera Moraxella and Alcaligenes was incomplete. All Alcaligenesfaecalis strains were misidentified and accounted for 50% of misidentifications with the Rapid NFT system; however, these results may reflect taxonomic differences rather than true misidentifications. The Rapid NFT system is easy to inoculate and interpret and represents a worthwhile advance in the identification of gram-negative, nonfermentative rods.
In recent years, increased interest has been focused on the taxonomy, physicochemical properties, and clinical significance of gram-negative, nonfermentative, aerobic rods (7, 18, 22, 25) . The complex physicochemical properties of these bacteria necessitates a battery of conventional tests for their precise identification. Additionally, the taxonomic status of many of these organisms is still in a state of flux. Lack of personnel or other resources precludes accurate identification of these organisms by conventional means in many clinical microbiology laboratories and has led to neglect in organism identification, especially when antimicrobial susceptibility results are available. Although the latter data may be adequate for patient therapy, they do not yield sufficient epidemiological information.
The need of small microbiology laboratories without facilities for extended conventional testing to identify nonfermenters (NFs) has led to the development of several commercial kits; some of these are specific for NFs, whereas others are meant primarily for identification of members of the family Enterobacteriaceae but also identify commonly encountered NFs. Commercial methods currently available include the Oxi/Ferm system (NFs only; Roche Diagnostics, Div. Hoffmann-La Roche Inc., Nutley, N.J.); the API 20E system (Enterobacteriaceae and NFs; Analytab Products, Plainview, N.Y.); the Minitek system (NFs only; BBL Microbiology Systems, Cockeysville, Md.); the Uni-N/F- Recently, DMS Laboratories (Darts Mill, Flemington, N.J.), in collaboration with API System SA (MontalieuVercieu, France), have developed a new approach to the identification of nonfermenters based on a combination of enzymatic and assimilation tests in a prepackaged system (Rapid NFT). This study evaluates the ability of the Rapid NFT system to identify a spectrum of clinically isolated, gram-negative, nonfermentative rods without the aid of supplementary conventional tests.
MATERIALS AND METHODS Bacteria. A total of 262 clinically isolated bacteria were tested (see Table 1 ). All organisms were kindly provided by Gerald Gilardi, North General Hospital, New York, and identified by conventional methods (8) . Cultures stored in litmus milk at -30°C were transferred and subcultured twice on Trypticase soy agar (BBL) before inoculation of strips. Oxidase testing was carried out with 1.0% tetramethyl-pphenylenediamine dihydrochloride (Marion Scientific Corp., Kansas City, Mo.). Incubation took place at 30 to 32°C. Cultures were checked for purity throughout the study by Gram stain and colonial morphology.
Rapid NFT system. The Rapid NFT system consists of a strip with 20 Trypticase soy agar plate into 2 ml of sterile saline to yield a turbidity of an 0.5 McFarland Standard were used to inoculate the first eight enzymatic cupules. Inocula for the 12 assimilation tests were then prepared by adding 4 drops of the 0.5 McFarland suspension to a vial of Rapid NFT medium and filling the cupules completely until a flat liquid surface without a meniscus was obtained. Strips were incubated for 24 h. Reagents were then added, reactions were interpreted, and a seven-digit code number was constructed. When called for in the code book and when codes were not present in the database, nitrate and TRP cupules were overlaid with mineral oil and the strips were incubated for an additional 24 h. At this time, all tests except nitrate, TRP, and glucose fermentation were reread and a second code was constructed. When strips were incubated for 48 h, the second code was taken as definitive. Profiles were interpreted with the aid of a computer code book. Numbers not present in the book were referred by telephone to the extended profile list of the manufacturer or to API System SA. Identifications were classified as (i) correct, corresponding to excellent, very good, good, and acceptable identifications, as listed in the code book; (ii) low discrimination (LD), which listed the correct identification among a range of two or more possibilities, with additional tests necessary for accurate identification (where the correct identification occurred as the first of a range of LD possibilities, classification was still taken as LD; for the purpose of this study, no additional tests were performed for LD identifications); and (iii) incorrect. Correct identifications were analyzed in two categories: correct to species or biotype for all organism groups except Alcaligenes faecalis-odorans; Moraxella species other than Moraxella lacunata, Moraxella urethralis, and Moraxella phenylpyruvica; Pseudomonas testosteronialcaligenes-pseudoalcaligenes; and Acinetobacter calcoaceticus biotype haemolyticus-alcaligenes (in this category, the latter four genus-biotype group identifications were taken as correct); and correct to species-biotype in all cases. In this category, the above four genus-biotype group identifications were placed in the LD classification. RESULTS
The Rapid NFT system was easy to set up and, with the exception of TRP, enzymatic reactions posed no problems in interpretation. TRP reactions were generally difficult to read; even the one Flavobacterium IIB strain which yielded a positive test gave a very weak reaction. All assimilation tests which yielded equivocal results after 24 h gave clearcut results after incubation for an additional 24 h. In all such cases, only the 48-h results were included in the data analysis. In the majority of cases (approximately 80%), reading of one or more equivocal assimilation result(s) as negative would have resulted in an identification at 24 h which was changed after incubation for 48 h. Most such 24-h readings yielded profile numbers which were not present in the code book. Our findings indicate that a strip with one or more equivocal assimilation reaction(s) at 24 h should always be held for another 24 h before an identification is made. Of all the strains, 62.2% yielded definitive results after 24 h; the remainder required incubation for an additional 24 h before results could be finalized. Although Rapid NFT reactions were generally easy to read, the sensitivity of the TRP test should be improved. In the current study, all six Flavobacterium meningosepticum strains were TRP negative by the Rapid NFT system and the one Flavobacterium IIb strain was weakly positive. TRPnegative results for all F. meningosepticum strains did not, however, interfere with correct identification of all organisms. Lack of adequate identification of CDC group IIf by the Rapid NFT system in previous studies is due to falsenegative TRP tests (Gerald Gilardi, personal communication). Utilization of a filter disk spot method may help alleviate this problem.
In summary, the Rapid NFET system provided accurate and reliable identification of most clinically encountered nonfermenter groups. Resolution of problems in taxonomy of the genus Alcaligenes and improved sensitivity of the TRP test would render this system even more accurate. ACKNOWLEDGMENTS This study was supported by a grant-in-aid from DMS Laboratories, Darts Mill, Flemington, N.J., which is the U.S. distributor of API System SA, Montalieu-Vercieu, France.
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